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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPUCANT: Gudkov, Aadrei 

Roninson, Igor B. 

(ii) TITLE OF INVENTION: Genes And Genetic Elementt Associated 

With Sensitivity To Chemotkernpeatic Drugs 

(iu) NUMBER OF SEQUENCES: 22 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Alletretti ft Witeott, Ltd. 

(B) STREET: 75 State Street 
(Q CITY: Boston 

(D) STATE: Massnchvsetts 

(E) COUNTRY: U.SJL 

(F) ZIP: 02109 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compntibie 

(Q OPERATING SYSTEM PC-DOS/MS-DOS 

(D) SOFTWARE: PatentIn Release #1.0. Version #1J2S 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION: 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Keowa. Wayne A. 

(B) REGISTRATION NUMBER: 33.923 

(C) REFERENCE/DOCKET NUMBER: 93.354 

(U) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 617/343-9100 

(B) TELEFAX: 617/343-91 1 1 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 163 base pairs 

(B) TYPE: nncleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
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(Hi) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: YES 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

GTGTCTGGGC GGAGCAAAAT ATGTTCCAAT TGTGTTTTCT TTTGATAGAT TCTTTCAACA 60 
GACAGT CTTT TCTTAGCATC TTCATTTTTC TTTAII ilGT TGACTTGCAT ATTTTCATTT 120 
ACAGGCTGCA ATGGTGACAC TTCCATGGTG ACGGTCGTGA AGGG 164 

(2) INFORMATION FOR SEQ ID NO*^ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 213 base fwirs 

(B) TYPE: naclctc acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(il) MOLECULE TYPE: eDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2: 

TGAAAAGATG TATGTCCCAG CTCTCATATT TGGACAGCTC CTAACTTCTA GTAACTATGA 60 

TGATGATGAA A AGAAAGTGA CAGGTGGTCG AAATGGCTAT GGAGCCAAAT TGTOTAACAT 120 

ATTC AGT ACC A A ATTT ACTG TGG A A AC AGO C AGT AGAGA A T ACA AG A A A A TGTTCAA ACA 1 80 
GACATGGATG GATAATATGG GAAGAGCTGG TGA 213 

(2) INFORMATION FOR SEQ ID N03: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 181 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
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(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO-J: 

GCCCATTGGT CAbTTTGGTA CCAGGCTACA TGGTGGCAAG GATTCTGCTA GTCCACGATA 60 

CATCTTTACA ATGCTCAGCT CTTTGGCTCG ATTGTTATTT CCACCAAAAC ATGATCACAC 120 

GTTGAAGTTT TTATATGATG ACAACCAGCG TGTTGAGCCT GAATGGTACA TTCCTATTAT ISO 
T l»l 

(2) INFORMATION FOR SEQ ID NO:4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ISO tese pairs 

(B) TYPE: nucleic ftcid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4: 

TGAATGGTAC ATTCCTATTA TTCCCATGGT GCTGATAAAT GGTGCTGAAG GAATCGGTAC 60 

TGGGTGGTCC TGC A A A ATCC CCA ACTTTGA TGTGCGTG A A ATTGTAA ATA ACATCAGGCG 1 20 

TTTGATGGAT GGAGAAGA AC CTTTGCCA AT GCTTCCA AGT TACAAGAACT TCAAGGGTAC 1 SO 
TATTGAAGAA CTGGCTCCAA ATCAATATGT GATTAGTGGT GAAG 224 

(2) INFORMATION FOR SEQ ID NO:5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 329 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5: 

TGCGTGAAAT TGTAAATAAC ATCAGGCGTT TGATGGATGG AGAAGAACCT TTGCCAATGC 60 

TTCCAAGTTA CAAGAACTTC AAGGGTACTA TTGAAGAACT GGCTCCAAAT CAATATGTGA 120 

TTAGTGGTGA AGTAGCTATT CTTAATTCTA CAACCATTGA AATCTCAGAG CTTCCCGTCA 180 

GAACATGGAC CCAGACATAC AAAGAACA AG TTCTAGAACC CATGTTGAAT GGCACCGAGA 240 

AGACACCTCC TCTCATA ACA GACTATAGGG AATACCATAC AGATACCACT GTGAAATTTG 300 
TTGTGAAGAT GACTGAAGAA AAACTGGCA 329 

(2) INFORMATION FOR SEQ ID NO:6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 193 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: YES 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6: 

CACT Cl i it C AGffTCCTTT TCGTTGTCAC TCTCTTCATT TTCTTCTTCA TCTGGAACCT 60 
TTTGCTGGGC TTCTTTCCAG GCCTTCACAG GATCCGAATC ATATCCCCTC TGAATCAGAA 120 
CTTTAATTAA TT CTI T C I TA GGCTTATTTT CAATGATTAT TTTGCCATCT ATTTTCTCAT ■ 180 
AGATAAAGCG AGCC 194 
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(2) INFORMATION FOR SEQ ID Na7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ISO Imuc pain 

(B) TYPE: aacleic acid 

(C) STRANDEDNESS: tingle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ill) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: YES 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7: 

TCTGCCTCTG CTTTCATTTC TATGGTTATT CGTGGAATGA CTCTTTGACC ACGCGGAGAA 60 

GGCAAAACTT CAGCCATTTG T GI I II I i IC CCCTTGGCCT TCCCCCCTTT CCCAGGAAGT 120 

CCGACTTGTT CATCTTGTTT TTCCTTGGCT TCAACAOCCT CCAATTCTTC AATAAATGTA ISO 
GCCAAGTCTT CTTTCCACAA ATCTGA 206 

(2) INFORMATION FOR SEQ ID NO-J: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 194 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ui) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: YES 

(xl) SEQUENCE DESCRIPTION: SEQ ID NO:S: 

GACACGACAC TTTTCTGTGG TTTCAGTTCT TTGTTACTAA GTTTTGGGGA AGTTTTGGTC 60 

TTAGGTGGAC TAGCATCTGA TGGGACAAAA TCTTCATCAT CAGTTTTTTC ATCAAAATCT 120 

GAGAAATCTT CATCTGAATC CAAATCCATT GTGAATTTTG TTTTTGTTGC TGCTCTCCGT 180 
GGCTCTGTTT CTCG 194 
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(2) INFORMATION FOR SEQ ID N0:9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 242 tese pain 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOroLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9: 

CTGAAACCAC AGAAA AGTGT CGTGTCAGAC CTTGAAGCTG ATGATGTTAA GGGCAGTGTA 60 

CCACTGTCTT C A AGCCCTCC TGCTACAC AT TTCCC AG ATG A A ACTGAA AT T ACA AACCCA 1 20 

GTTCCT A A A A AGA ATGTG AC AGTGA AG A AG ACACiCAGCA A AAAGTCAGTC TTCCACCTCC I SO 

ACTACCGGTG CCAAAAAAAG GGCTGCCCCA A AAGGAACTA AAAGGGATCC AGCTTTGAAT 240 
TC .242 ^ 

(2) INFORMATION FOR SEQ ID NOrlO: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 341 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI<S£NSE: NO . .. . 

(xi) SEQUENCE DESCRIPTION: SEQ ID NaiO: 

AACCAGCGTG TTGAGCCTGA ATGGTACATT CCTATTATTC CCATGGTGCT GATAAATGGT 60 
GCTGAAGGAA TCGGTACTGG GTGGTCCTGC AAAATCCCCA ACTTTGATGT GCGTGAAATT 120 
GTAAATA ACA TCAGGCGTTT G ATGGATGGA GAAGA ACCTT TGCCAATGCT TCCAAGTTAC I SO 
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A AGA ACTTCA AGGOTACTAT TGAAGA ACTG GCTCCAAATC AATATGTGAT TAGTGGTG A A 240 
GTAGCTATTC TTAATTCTAC AACCATTGA A ATCTCAGAGC TTCCCGTCAG A ACATGG ACT 300 
CAGACATACA AAGAACAAGT TCTAGAACCC ATGTTGAATO G 341 

(2) INFORMATION FOR SEQ ID HO:ll: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 220 tase p«in 

(B) TYPE: nucleic acid 

(Q STRANDEDNESSc tingle 
(D) TOPOLOGY: Unenr 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: YES . 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:ll: 

AATTCAAAGC TGGATCCCTT TTAGTTCCTT TTGGGGCAGC CCTTTTTTTG GCACCGGTAG 60 

TGGAGGTGGA AGACTGACTT TTTGCFGCTG TC I iC II C AC TGTCACATTC TTTTTAGGAA 120 

CTGGGTTTGT A ATTTC AGTT TC ATCTGGG A A ATOTGT AGC AGGAOGGCTT G A AG ACAGTG 1 80 
GTACACTGCC CTTAACATCA TCAGCTTCAA GGTCTGACAC 220 

(2) INFORMATION FOR SEQ ID NO:12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2389 base peirt 

(B) TYPE: nucleic acid 

(Q STRANDEDNESS: tingle 
(D) TOPOLOGY: Unenr 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:12: 
GTGTTGAGCC TGAATGGTAC ATTCCTATTA TTCCCATGGT GCTGATAAAT GGTGCTGAAG 60 
GAATCGGTAC TGGGTGGTCC TGCAAAATCC CCAACTTTGA TGTGCGTGAA TTGTAAATA 120 
ACATCAGGCG TTTGATGGAT GGAGAAGAAC CTTTGCCAAT GCTTCCAAGT 170 

(2) INFORMATION FOR SEQ ID NO:13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pain 

(B) TYPE: nucleic acid 

(Q STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13: 
AATCATCGAT GGATGGATGG ^0 

(2) INFORMATION FOR SEQ ID NO:14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pain 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: YES 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:14: 
CCATCCATCCATCGATGATTAAA 23 

•44- 



■± o Lii J. o y ». o 3:'E 'vs b s. 



(2) INFORMATION FOR SEQ ID NO:15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTR* 327 tasc pairs 

(B) TYPE: aoclcic acid 

(Q STRANDEDNESS: single 
(D) TOPOLOGY: Uaear 

(ii) MOLECULE TYPE: cDNA 
(Hi) HYPOTHETICAL: NO 
(iv) ANTI-^ENSE: YES 

(xl) SEQUENCE DESCRIPTION: SEQ ID NO:15: 

CTTGATCCCT TCTGGTTGAT GCCAGAAGCT CTTCCTGATC CAGCATTTGT ATCTTCAATT 60 

TCTCTACCAA TTGGCTTTGT TGGTTAATCT CTTCATCCTT GTCATCAAGT TGTTTATACA 120 

ATTTAGCAAG TTCTTCTTCA CACTTTCTTC TTTCAOCATC GGTAAAACTA CCAGCCATTC ISO 

CGACTGCAGC AGCTGGTTTA TCACTGGTAA TAGCAATATC TTTATCCGCT GTGAAGGCTT 240 

CCAAATTAGC TTTCTCTTTG TCAAACTGCT CATCAATAGG CACTGTCTCC CCGTTACGCC 300 
AACGGTTTAG CTCGTTTTCC AGCCACT 327 

(2) INFORMATION FOR SEQ ID NO:16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 250 base pairs 

(B) TYPE: ttuclcic acid 

(C) STRANDEDNESS: slaglc 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDN A 

(iii) HYPOT HE T IC AL: HO 

(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID Nai6: 
CCGACCGGGA GCGGGAGAAG GAGCGGGAGC GGG AGCAGCG GGAGA AGGAG CGGGAGAAGG 60 
AGCTGGAGCGCGACGGGAGAAGGAACGGGAGCGCGAGCTGGAGCGGCAGCGGGAGCAGCG 120 



.45. 



GGCGAGGGAG AAGGAGCTGC TGGCTGCCAA GGCCTTAGAG CCCACCACCT TCCTGCCTGT 
GGCCGAGCTG CACGGACTCX: G AGGTCACAG CACGGAGGAG CGGCCCA AGC CCTCGGAOCA 
GCTGACCCCA 250 



(2) INFORMATION FOR SEQ ID NO:! 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20S tase |»in 

(B) TYPE: aaclcic moid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(Hi) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 



CTCAGAGGTG ATCCTCTCGG AGTCGAGCTC AGGAGAAGGA GTCCCCTTCT TTGAGACTTG 60 

GATGCAGACC TGCATGTCCG AGGAGGGCAA GA l l I I GAAC CCTGACCATC CCTGCTTCCG 120 

CCCTGACTCC ACCGAAGTCG AGTCCTTGGT GGCCCTGCTC AACAACTCTT CAGAGATGAA 180 
GCTAGTACAG ATGAAGTAGC ACGAGGCC 208 



(2) INFORMATION FOR SEQ ID NO:18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2389 bnse pain 

(B) TYPE: nucleic acid 

(Q STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 
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(xi) SEQUENCE DESCRIPTION: SEQ ID Nait: 
CGACAA ACAT CATCTGGGAA GACCCACACG ATGGAGGGTA AACTTCATGA TCCAGAAGGC 60 
ATGGGAATTA TTCCAAGAAT AGTGCAAGAT ATTTTTAATT ATATTTACTC CATGGATGAA 120 
AATTTGGAAT TTCATATTAA GOTTTCATAT TTTGAAATAT ATTTGGATAA GATAAGGGAC ISO 
TTGTTAG ATO TTTCA A AGAC TAACCTTTCA GTCCATGAAG ACAAAAACCG TGTTCCCTAT 240 
GTAA AGGGGT GCACAGAACG TTTCGTGTGT AGTCCAGATG AAGTCATGGA TACCATAGAT 300 
GA AGGGAA AT CCAACAGAGA TGTCGCAGTT ACAAAT ATGA ATGAACATAG CTCTAGGAGC 360 
CACAGCAT AT TTCTT ATTAA TGT A AAACAA GAGA ATACAC AA ACGGAACA GA AACTCAGT 420 
GGA A AGCTTT ATCTGGTTGA TTTAGCTGGC AGTG AGAAGG TT AGTAAGAC TGGGGCTGA A 4S0 
GGTGCTGTGC TGGATGA AGC TAAGAACATC AAGAAGTCAC TTTCTGCACT TGGAAATGTC 540 
ATTTCTGCTT TGGCAGAGGG CAGTACCTAT GTTCCTT ATC GAGATAGTAA AATGACCAGA 600 
ATTCTTCAAG ATTCATTAGG TGGCA ACTGT AGGACCACTA TTGTCATATG CTGCTCTCCA 660 
TCATCATACA ATGAGTCTGA GACAA AGTCA ACACTCCTCT TTGGTCAA AG GGCCAAAACA 720 
ATTAAGA ACA CAGTCTGTGT CAATGTAGAG TTAACTGCAG AGCAGTGGAA AAAGAAGTAT 780 
GA A A A AGA AA AGGAAAA AAA TAAGACTCT A CGGAACACTA TTCAGTGGCT GGAA A ACGAG S40 
CTA AACCGTT GGCGTAACGG GGAGAC AGTG CCT ATTGATG AGCA G T T T G A CAAAGAGAA A 900 
GCTA ATTTGG A AGCCTTCAC AGCGGATAAA GATACTGCTA TTACCAGTGA TAAACCAGCT 960 
GCTGCAGTCG GA ATGGCTGG TAGTTTTACC G ATGCTG A A A GAAGAA AGTG TGA AGA AGAA 1020 
CTTGCTA AAT TGTATAAACA GCTTGATGAC AAGGATGAAG AGATTAACCA ACAAAGCCAA lOSO 
TTGGTAGAGA AATTGAAGAC ACAAATGCTGGATCAGGAAG AGCTTCTGGC ATCAACCAGA 1 140 
AGGGATCAAG ATAATATGCA AGCTGAACTG AATCGCCTCC AAGCAGAAAA TGATGCTTCT 1200 
A AAGAAGAAG TCAAAGAAGT TTTACAGGCC TTAGAGGAAC TGGCTGTTAA TTATGATCAG 1260 
AAGTCTCAGG A AGTTGAAGA CA AAACAA AG GA AT ATGA AT TGCTTAGTGA TG AATTGA AT 1 320 
CA A A A ATCTG C A ACTTTAGC A AGTATTG AT GCTG AGCTTC AGAAGCTGAA GGA A ATGACC 1 3S0 
AACCACCAGA AGAAACGAGC AGCTGAAATG ATGGCATCAT TATTAAAAGA CCTTGCAGAA 1440 
ATAGGAATTGCTGTGGGGAA TAACGATGTG AAGCAACCAG AAGGAACTGGTATGATAGAT 1500 



-47. 



J.. O'G ±G .:l US y . jO O E5 



GAAG AGTTTA CTGTTGCA AG ACTCTACATT AGCAA A ATGA A ATC AG AAGT A A AGACCATG 1 $60 
GTGAAACGCTGCAAACAGCT AGAAAGCACGCAGACTGAGAGCAACAAAAA AATGGAAGAA 1620 
AATGAGAAAG AGTTAGCAGC ATGCCAGCTT CGGATCTCCC AACATGAAGC CAAA ATCAAG 16S0 
TCACTGACTG AGTACCTTCA GA ATGTAGA A CAAAAGA AGA GGCAGCTGGA GGAATCTGTT 1 740 
GATTCCCTTG GTGAGG AGCT AGTCCA ACTC CGAGCACA AG AGA A AGTCCA TGA A ATGG A A 1 800 
AA AGAGCACT TGAACA AGGT TCAGACTGCA A ATGA AGTCA AGCA AGCTGT TGAGCAGCAG 1860 
ATCCAGAGTC ACAGAGAAAC CCACCAAAAA CAAATCAGTA GCTTGCGAGA TGAAGTTGAG 1920 
GCAA AGGAA A AGCTAATCAC TGACCTCCAA GACCAAAACC AGA AGATGGT GTTGGAGCAG 1980 
GAACGGCT A A GGGTGGAGCA TG AG AGGCTG A AGGCT ACAG ACCA AGAG A A GAGCAGGA AG 2040 
CTCCATGAGC TCACGGTTAT GCA AGACAGA CGAGA ACA AG CAAGACAAGA CTTGAAGGGT 2100 
TTGGAGGAGA CCGTGGCAAA AGAACTTCAG ACTTTACACA ACCTGCGTAA GCTCTTTGTT 2160 
CAGGACTTGG CT ACCAGGGT GA AAA AGAGG CCGAGGTCGA CTCTGACX5AC ACTGGCGGCA 2220 
GTGCTGCACA GA AGCAGAA A ATCTCCTTCC TTGAAAACAA CCTTGAACAG CTCACCAAAG 2280 
TGCACA AGCA GTTGGTACGT GATAATGCAG ATCTTCGCTG TGAGCTTCCT AAGTTAGAGA 2340 
AACGGCTTAG AGCTACTGCA GAAAGAGTGA AAGCTTTGGA GTCAGCCCG 2389 

(2) INFORMATION FOR SEQ ID NO:19: 

(t) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base i»in 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ili) HYPOTHETICAL: NO 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:19: 

AGTGGCTGGA AAACGAGCTA 20 
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(2) INFORMATION FOR S£Q ID NO^-^O: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 taie pain 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: sanaie 

(D) TOPOLOGY: liaear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO-^0: 



CTTGATCCCT TCTGGTTGAT 20 



(2) INFORMATION FOR SEQ ID NO-^1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: sinale 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2I: 



AGTGGCTTGA AAATGAGCTC 20 
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(2) INFORMATION FOR SEQ ID NO-^ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 bmsc pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: tingle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ill) HYPOTHETICAL: NO 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO*^2: 
CTTGATCCCT TCTGGTAGAT G 21 
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